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Abstract: Atherosclerosis as the common disease has aroused many attentions worldwide. Gene target therapy has 
become the promising filed for atherosclerosis treatment. Herein, LncRNA AK094457 as a new promising therapy 
target is investigated in OX-LDL induced vascular smooth muscle cells. The Results showed that LncRNA AK094457 
downregulated by shRNA-AK094457-1 have inhibiting effects on proliferation, migration, ROS level and inflamma-
tion level in OX-LDL induced vascular smooth muscle cells (VSMCs). In addition, the down regulation of lncRNA 
suppressed expressions of relevant proteins that are involved in TLR4/MyD88 signal pathway and enhanced ex-
pressions of relevant proteins in Nrf2/HO-1 pathway. Taken together, Down regulation of lncRNA AK094457 against 
effects induced by OXL-LDL in atherosclerosis via Nrf2/HO-1 and TLR4/MyD88 signal pathway is a promising av-
enue for atherosclerosis treatment.
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Introduction

Atherosclerosis as chronic disease severely 
threatening human health has aroused widely 
attention, especially for coronary atherosclero-
sis. While the mechanism of atherosclerosis 
remains unclear. Inflammatory, metabolism di- 
sorder and some other factors including infec-
tion, age, and gender results in the formation of 
atherosclerosis [1]. Hypertension, diabetes me- 
llitus, smoking and hypercholesterolemia are 
identified as the risk factors of atherosclerosis 
[2]. The dysfunction of endothelial and vascular 
smooth muscle cells (VSMCs) contributes to 
atherosclerosis formation. For instance, the hi- 
gh blood pressure causes endovascular shear 
stress and the tension of vascular wall is in- 
creased by perivascular tissue. The mechanical 
stimulation causes endothelial dysfunction 
resulting in the formation of atherosclerosis. 
Diabetes mellitus is reported to involve in endo-
thelial dysfunction that contributes to diabetic 
atherosclerosis finally [3]. VSMCs is associated 
with plaque stability and contributes to athero-

sclerosis by thickening intimal and involving in 
the formation of atherosclerosis plaques, which 
was reported as the promising therapeutic tar-
get for atherosclerosis [4, 5].

Plaque is the primary lesion of atherosclerosis. 
As it has been suggested that a sequence of 
grossly visible different atherosclerotic plaques 
is identified as the pretention of the develop-
ment in atherosclerosis [2]. Rupture of vulnera-
ble atherosclerotic lesions is the main cause of 
cardiovascular mortality and morbidity. Study 
on plaque stability is valuable for atherosclero-
sis treatments. Plaques are composed of extra 
cellular matrix, lipid, vascular smooth muscle 
cells, endothelial cells and several other cell 
types [4]. VSMCs as one of the components of 
plaques play pivotal roles in promoting the 
progress of atherosclerotic lesion and generate 
many types of cells found within the plaque 
core [4, 6-8]. Oxidized LDL (ox-LDL) is reported 
to play pivotal role in atherosclerotic lesion by 
causing dysfunction of VSMC and endothelial 
as well as contributing to plaque instability [9]. 
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Therefore, OX-LDL induced vascular smooth 
muscle cells was investigated herein as the cell 
model for atherosclerosis.

Atherosclerosis is an inevitably progressive dis-
ease and most of the therapeutic drugs delay 
the progress of atherosclerosis without radical 
treatment. The therapy and diagnosis at gene 
level are promising. Non-coding RNA (ncRNA) 
as the research hot topics is potential effective 
biomolecule for drug target treatment and ge- 
netical therapy. The function of vascular smooth 
muscle cells is closely related to non-coding 
RNA [10].

Non-coding RNA including long non-coding 
RNAs (lncRNAs), circular RNAs (circRNAs) and 
microRNAs (miRNAs) is classified into small 
ncRNAs and long ncRNA (LNCRNA) according to 
their size. More than 90% of the mammalian 
genome is transcribed as non-coding RNA. Lnc- 
RNA with numerous gene regulatory functions 
exists in the cytoplasm as well as nucleus  
and regulates gene expressions at transcrip-
tional and posttranscriptional levels. Accumu- 
lating evidences demonstrated that lncRNA  
as promising biomarker possesses regulatory 
function in vascular smooth muscle cell and 
plays an important role in atherosclerosis [11]. 
As reported, proliferation and migration of vas-
cular smooth muscle cell was regulated by 
lncRNA BANCR which can be utilized as a novel 
target [12]. LncRNA AK094457 as a new RNA 
was found to be overexpressed in the endothe-
lial cells [13]. Whilst the effect of lncRNA 
AK094457 on OX-LDL induced VSMCs is still 
unknown. Herein, the effect of lncRNA AK09- 
4457 in OX-LDL induced VSMCs was investi-
gated for the first time.

Method and material

Cell culture and treatment

Human aortic vascular smooth muscle cells 
(hVSMCs) obtained from ATCC with an initial 
density of 1×105 cells/well were cultured in 
DMEM medium containing 10% fetal bovine 
serum (Sigma-Aldrich), 100 μg/mL penicillin (Sig- 
ma-Aldrich), 100 μg/mL streptomycin (Sigma-
Aldrich) at 37°C in a humidified atmosphere 
with 5% CO2. The cells were divided into control 
group and experimental groups treated with ox-
LDL for 12 h, 24 h and 48 h, respectively.

Small interfering RNA (siRNA) transfections 
and OX-LDL treatment

The cells were lysed and seeded in the medium 
without antibiotics. 10 nM siLncRNA-AK0944- 
57-1 and 10 nM siLncRNA-AK094457-2 were 
transfected into hVSMCs. The interference vec-
tors were used as the control. Then the PCR 
was performed to evaluate the transfection 
effect. After transection for 72 h, the cells as 
described above were induced by OX-LDL for 
12 h, 24 h and 48 h, respectively. The cells with 
OX-LDL treatment without transfection were 
shown as the OX-LDL induced control group. 
The cells without OX-LDL treatment or transfec-
tion were used as the control group. 

CCK8 assay

Each well of the cells in the group of control, 
OX-LDL, transfection and vector control group 
after transfection and OX-LDL treatment as 
described above were incubated with 20 μL 
CCK8 agent for 4 h. The Absorbance at 450 nm 
were obtained using a microplate reader (Mul- 
tiskan MK3, Thermo Fisher Scientific). 

Western blot 

The cells in all groups were lysed and centri-
fuged for 10 min at 12000 rpm to collect the 
cell lysates. The total proteins were submitted 
to polyacrylamide gel (10% SDS-PAGE). After 
separation, the proteins were transferred to 
nitrocellulose membranes. Then tris-buffered 
saline-Tween-20 solution containing 5% non-fat 
dry milk was added to block the membranes. 
The membranes blocked well were washed for 
three times and incubated with the primary 
antibodies. After washed, the membranes were 
incubated with the secondary antibody. The 
bands were obtained by enhanced chemilumi-
nescence and Image J software (National In- 
stitutes of Health, Bethesda) was used to qu- 
antify. 

Real-time PCR analysis

The cells in all groups were collected and cen-
trifuged at 12000 rpm to obtain the total RNA. 
The RNA miniprep kit (Sigma-Aldrich) was used 
to separate the target RNA according to the 
manufacturer’s instructions. The conditions of 
PCR were set up as described before [13].
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Immunofluorescence assay

The medium was removed, and the cells were 
fixed by 4% Polychlorinated formaldehyde at 
4°C, overnight. Then the cells were blocked for 
0.5 h. The cells were incubated with anti-α-SMA 
antibody (Sigma-Aldrich) (1:100) at 4°C over-
night. After the cells were washed with PBS for 
three times, the DAPI staining solution (Abcam) 
was added. The fluorescence microscope (Oly- 
mpus BX61) was used to take images.

Transwell assay

Transwell assay was applied to evaluate the cell 
migration. The cells of all groups collected were 
plated in the upper chamber with serum-free 
culture medium. The regular culture medium 
was added into the lower chamber. The cells in 
the chamber were incubated for 24 h. The cells 
in the bottom of the transwell plates were fixed 
with methanol. 0.1% crystal violet was used to 
stain the cells. The inverted microscope (IX71, 
Olympus, Japan) was applied to observe and 
take images. 

Evaluation on the level of ROS, TNFα, IL-1 and 
IL-8 

The ROS level was detected by the ROS Activity 
Assay Kit (Abnova, China) according to the 
instruction of manufacture. The level of TNFα, 
IL-1 and IL-8 in the cell supernatants were 
detected by the corresponding kits according to 
the instructions of manufacture. 

Statistical analysis

GraphPad prism and SPSS were used for data 
processing. All data in this study were mean ± 
standard deviation. One-way or two-way analy-
sis of variance were applied for significant dif-
ference analysis of data. P<0.05 was set as 
significant difference.

Results

Enhanced expression of AK094457 in OX-LDL 
induced cells 

The results showed that the expression of 
AK094457 was highest at 24 h than that at 12 
h or 48 h. So, VSMCs induced by OX-LDL for 24 
h were chosen as the cell model to process the 
following experiment. Whilst, compared with 
control, AK094457 expression was higher in 
OX-LDL induced VSMCs, indicating that Lnc- 
RNAAK094457 may be a critical LncRNA in ath-
erosclerosis (Figure 1A). 

The effect of LncRNA AK094457 on the prolif-
eration in OX-LDL induced cells

In order to access the effect of LncRNA AK- 
094457 on cell proliferation, shRNA-AK09- 
4457-1 and shRNA-AK094457-2 as two RNA 
interference plasmids were selected to inhibit 
LncRNA AK094457 expression. The results 
showed that shRNA-AK094457-1 had better 
effect on inhibiting LncRNA AK094457 expres-
sion (Figure 1B). The results for CCK8 assay 

Figure 1. The expression of AK094457 in OX-LDL induced cells in different group (A: P<0.001 vs control group); The 
inhibiting effect of shRNA-AK094457-1 and shRNA-AK094457-2 on LncRNA AK094457 expression (B: ***P<0.001 
vs control group); The effect of LncRNA AK094457 on the proliferation of VSMCs in OX-LDL induced cells at 12 h, 
24 h and 48 h (C: *P<0.05, **P<0.01, ***P<0.001 vs control group; #P<0.05, ###P<0.001 vs shRNA+ox-LDL group).
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demonstrated that the proliferation of OX-LDL 
induced VSMCs was decreased by shRNA-
AK094457-1 in contrast to VSMCs induced by 
OX-LDL only, indicating that after inhibition the 
expression of LncRNA AK094457, the prolifera-
tion level in OX-LDL induced VSMCs was 
decreased (Figure 1C). Whilst, cyclin-depen-
dent kinase 2 (CDK-2) as the cell proliferation 
controlling protein was increased in OX-LDL 

induced cells (Figure 2). Cyclin E1 and P27 as 
cell proliferation relevant proteins were evalu-
ated as well (Figure 2). The Cyclin E1 was 
increased in OX-LDL induced VSMCs and 
decreased in OX-LDL induced VSMCs treated 
by shRNA-AK094457-1. P27 as negative regu-
latory proteins of cell cycle was increased in 
OX-LDL induced VSMCs treated by shRNA-
AK094457-1, compared with OX-LDL induced 

Figure 2. The effect of LncRNA AK094457 on expressions of Cyclin E1, CDK2 and P27 in different group (*P<0.05, 
**P<0.01, ***P<0.001 vs control group; #P<0.05, ###P<0.001 vs shRNA+ox-LDL group).
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group treated with the interference vector. As 
shown by the immunofluorescence assay 
(Figure 3), the α-SMA level was higher in OX-LDL 
induced VSMCs group. The α-SMA level was 
decreased in OX-LDL induced VSMCs group 
treated with shRNA-AK094457-2. All the results 
dementated that the LncRNA AK0944- 
57 have promoting effect on proliferation in 
OX-LDL induced VSMCs. 

The effect of LncRNA AK094457 on the migra-
tion in OX-LDL induced VSMCs

Transwell assay was applied to evaluate the 
migration of VSMCs induced by OX-LDL (Figure 
4A). The migration ability was enhanced in 
OX-LDL induced VSMCs in comparation to the 
control group. Compared with the group in- 
duced by OX-LDL only, the migration was de- 
creased in the OX-LDL induced group that was 
treated with shRNA-AK094457-1, confirming 
that LncRNA AK094457 promoted the migra-
tion of VSMCs. The expressions of MMP7/MM9 
as migration associated proteins were en- 
hanced in the OX-LDL induced group. Compared 
with the group induced by OX-LDL, after the 
expression of LncRNA AK094457 was inhibited 
by shRNA-AK094457-1 in OX-LDL induced VS- 
MCs, MMP7/MM9 was decreased, further con-
firming that the migration ability was decreased 
when the LncRNA AK094457 expression was 
down-regulated (Figure 4B).

The effect of LncRNA AK094457 on the angio-
genic proteins in OX-LDL induced VSMCs

Endothelin (ET-1) as a potent vasoactive pep-
tide and a marker of endothelial function was 
assessed herein. Meanwhile, vascular endo-
thelial growth factor A (VEGF-A) with the func-
tion of stimulating angiogenesis was also evalu-
ated in this study. The results showed that both 
the expression of ET-1 and VEGF-A were en- 
hanced in cells induced by OX-LDL (Figure 5). 
Whilst the expression of ET-1 and VEGF-A were 
down-regulated in OX-LDL induced VSMCs tr- 
ansfected with shRNA-AK094457-1, compared 
with the OX-LDL induced groups without shR-
NA-AK094457-1 transfection. All the data dem-
onstrated that LncRNA AK094457 promoted 
angiogenesis by up-regulating ET-1 and VEGF-A.

The effect of LncRNA AK094457 on the ex-
pression of inflammatory factors and oxidative 
stress in OX-LDL induced VSMCs 

TNFα, IL-1 and IL-8 as indicators of inflamma-
tion were assessed (Figure 6A-C). The level of 
TNFα, IL-1 and IL-8 were higher in OX-LDL 
induced VSMCs. The inflammatory factors lev-
els were declined in OX-LDL induced VSMCs 
transfected with shRNA-AK094457-1, indicat-
ing that LncRNA AK094457 down-regulated by 
transfection with shRNA-AK094457-1 have at- 

Figure 3. The effect of LncRNA AK094457 on α-SMA level in OX-LDL induced VSMCs.
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Figure 4. The effect of LncRNA AK094457 on the migration (A) and expressions of MMP7/MM9 (B) (*P<0.05, 
**P<0.01, ***P<0.001 vs control group; #P<0.05, ##P<0.01, ###P<0.001 vs shRNA+ox-LDL group).

Figure 5. The effect of LncRNA AK094457 on the expressions of angiogenic proteins in OX-LDL induced VSMCs 
(*P<0.05, **P<0.01, ***P<0.001 vs control group; #P<0.05, ##P<0.01 vs shRNA+ox-LDL group).
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tenuation effect on inflammatory factors gen-
eration. ROS was detected to evaluate the oxi-
dative stress (Figure 6D). As shown by the 
results that ROS generation was higher in 
OX-LDL induced group or OX-LDL induced group 
transfected with empty vector than any other 
group. The enhanced generation of ROS was 
attenuated in the OX-LDL induced group trans-
fected with shRNA-AK094457-1. As all data 
presented, downregulation of the LncRNA AK- 

094457 expression by transfection with shR-
NA-AK094457-1 have inhibiting effect on the 
expression of inflammatory factors or ROS gen-
eration in OX-LDL induced VSMCs.

The effect of LncRNA AK094457 on the Nrf2/
HO-1 and TLR4/MyD88 signal pathway

Nrf2/HO-1 played a pivotal role in oxidative 
stress and diseases [14, 15]. The expression of 

Figure 6. The effect of LncRNA AK094457 on the expressions of inflammatory factors (A-C) and ROS in OX-LDL in-
duced VSMCs (D) (***P<0.001 vs control group; #P<0.05, ##P<0.01, ###P<0.001 vs shRNA+ox-LDL group).
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Nrf2/HO-1 in OX-LDL induced VSMCs was also 
assessed (Figure 7). The results showed that 
the expressions of Nrf2 and HO-1 were highest 
in control group. The expressions of Nrf2 and 
HO-1 were higher in OX-LDL induced VSMCs 
group transfected with shRNA-AK094457-1 th- 
an in OX-LDL induced group with or without 
transfection with empty vector, indicating that 
down-regulation of LncRNA AK094457 expres-
sion can enhance the expression of Nrf2 and 
HO-1, resulting in enhanced antioxidative st- 
ress. TLR4/MyD88 was reported to regulate 
vascular smooth muscle cell function [16]. The 
results showed that the expression of TLR4 and 
MyD88 was enhanced in OX-LDL induced group 
with or without transfection with empty vector 
compared with control group (Figure 7). Com- 
pared with any other group, the expressions of 
TLR4 and MyD88 were declined in OX-LDL 
induced group transfected with shRNA-AK09- 
4457-1, demonstrating that LncRNA AK094457 
down regulated by shRNA-AK094457-1 inhibit-
ed the TLR4/MyD88 signal pathway. 

Discussion

Atherosclerosis as leading cause of death re- 
mains unsolved. Atherosclerosis is reported to 
be associated with VSMCs dysregulation [17-
19]. VSMCs is the vital component of arteries, 
keeping the integrity of the arterial wall. In this 
study, VSMCs dysregulation induced by OX-LDL 
was as the cell model of atherosclerosis. 

As reported that it was via cytokine and inflam-
matory mechanisms that VSMCs contributed to 
atherosclerosis immunity [7, 20]. Evidently, cy- 
tokine and inflammatory played an important 
role in atherosclerosis progress as well [21]. As 
reported that vascular functions which were 
related to stability of the atherosclerotic plaque 
were regulated by cytokines [22]. Consistent 
with previous studies, the inflammation level in 
OX-LDL induced cells were higher than that in 
control group. Migration induced by inflamma-
tory exudate and proliferation of VSMCs also 
contributed to atherosclerosis progress [23, 

Figure 7. The effect of LncRNA AK094457 on the relevant protein expressions in Nrf2/HO-1 and TLR4/MyD88 sig-
nal pathway (*P<0.05, **P<0.01, ***P<0.001 vs control group; #P<0.05, ##P<0.01 vs shRNA+ox-LDL group).
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24]. Consist with the previous report, the migra-
tion and proliferation were enhanced in OX-LDL 
induced VSMCs. Taken together, the OX-LDL in- 
duced VSMCs as cell model of atherosclerosis 
were constructed successfully. 

As genetic factors were the major cause of ath-
erosclerosis formation, the studies on gene 
level could illuminate the mechanism of athero-
sclerosis and conducive to find avenues for pre-
venting and treating atherosclerosis. Currently, 
long non-coding RNA is found to play a key role 
in atherosclerosis. LncRNA H19 was reported 
to promote atherosclerosis via regulation of 
MAPK and NF-kB signaling pathway [25]. Linc- 
RNA-p21 was found to play a pivotal role in pro-
liferation and apoptosis of vascular smooth 
muscle cells as well as atherosclerosis via 
enhancing p53 activity [26]. So far, there is no 
investigation on the role of LncRNA AK094457 
in OX-LDL induced VSMCs.

In this study, we first investigated the effect of 
LncRNA AK094457 in OX-LDL induced VSMCs. 
We found that LncRNA AK094457 was overex-
pressed in OX-LDL induced VSMCs. Compared 
with group induced by OX-LDL with/without 
empty vector transfection, down-regulation of 
lncRNA AK094457 expression inhibited the 
proliferation and migration of VSMCs, indicat-
ing that lncRNA AK094457 is the potential 
therapy target in atherosclerosis. In order to 
investigate the effect of LncRNA AK094457 on 
proliferation of VSMCs for further evidences, 
Cyclin E1, CDK-2 and P27 as cell proliferation 
relevant proteins were detected as well. The 
results presented that Cyclin E1 and CDK-2 
induced by OX-LDL were reduced by down-regu-
lation of lncRNA AK094457 expression, the 
results for negative regulatory proteins P27 
were on the contrary, further confirming the 
promotion effect of LncRNA AK094457 on pro-
liferation in OX-LDL induced cells. Whilst the 
angiogenic proteins and α-SMA induced by 
OX-LDL were attenuated by down-regulation of 
lncRNA AK094457. 

As known that VSMCs could generate the in- 
flammatory factors that contributes to progres-
sion of atherosclerosis. In this study, the level 
of TNFα, IL-1 and IL-8 and ROS generation that 
induced by OX-LDL in VSMCs were all reduced 
by down-regulation of lncRNA AK094457, sug-
gesting that the inflammation level was able to 

be reduced through inhibiting the expression of 
lncRNA AK094457.

It is known that VSMCs migration contributes to 
atherosclerosis progression. The migration ab- 
ility was decreased by downregulation of Lnc- 
RNAAK094457 (Figure 4) further suggesting 
that lncRNA AK094457 may be a good target 
for treatment of atherosclerosis.

The mechanism of the effect of lncRNA AK- 
094457 on OX-LDL induced VSMCs were also 
investigated herein. As Nrf2/HO-1 and TLR4/
MyD88 signal pathway were involved in athero-
sclerosis. Herein the relevant proteins of Nrf2/
HO-1 and TLR4/MyD88 signal pathway were 
also evaluated herein. Nrf2 and HO-1 proteins 
induced by OX-LDL were enhanced by downreg-
ulation of lncRNA AK094457 expressions. It 
was reported that Nrf2/HO-1 pathway was acti-
vated, resulting in up-regulation of antioxidant 
enzymes, anti-apoptotic proteins and protec-
tive effect of atherosclerosis [27]. In this study, 
down-regulation of lncRNA AK094457 incre- 
ased the expression of Nrf2 and HO-1, indicat-
ing that Nrf2 and HO-1 up-regulated by lncRNA 
AK094457 down-regulation may be the poten-
tial mechanism of antioxidant effect. The TLR4/
MyD88 signal pathway was reported to be 
involved in inflammation response induced by 
OX-LDL [28]. Consist with the literature, the 
expression of TLR4 and MyD88 were up-regu-
lated in cells induced by OX-LDL, compared 
with control group. Whilst, the expression of 
TLR4 and MyD88 induced by OX-LDL were 
reduced by down-regulation of lncRNA AK09- 
4457. Taken together, all these results confir- 
med that down regulation of lncRNA AK094457 
which is high expressed in OX-LDL induced 
VSMCs against atherosclerosis via Nrf2/HO-1 
and TLR4/MyD88 signal pathway is the poten-
tial avenue for atherosclerosis therapy. 

Conclusion

In this study all the results confirmed that down 
regulation of lncRNA AK094457 inhibited the 
effects induced by OXL-LDL in VSMCs via Nrf2/
HO-1 and TLR4/MyD88 signal pathway, provid-
ing a promising avenue for treatment and diag-
nosis of atherosclerosis. 

Disclosure of conflict of interest

None.



The effect of LncRNA AK094457 in VSMC

5632	 Am J Transl Res 2019;11(9):5623-5633

Address correspondence to: Zhongyuan Han, De- 
partment of Cardiology, The Second People’s Hos- 
pital of Nantong, No. 43 Xinglong Street, Tangzha, 
Nantong 226002, Jiangsu, China. Tel: 05138555- 
4333; E-mail: zhongyuanhanjsnt@163.com

References

[1]	 Guillermier C, Doherty SP, Whitney AG, Babaev 
VR, Linton MF, Steinhauser ML and Brown JD. 
Imaging mass spectrometry reveals heteroge-
neity of proliferation and metabolism in athero-
sclerosis. JCI Insight 2019; 4. 

[2]	 Insull W Jr. The pathology of atherosclerosis: 
plaque development and plaque responses to 
medical treatment. Am J Med 2009; 122 
Suppl: S3-S14.

[3]	 Tian J, Liu Y, Liu Y, Chen K and Lyu S. Cellular 
and molecular mechanisms of diabetic athero-
sclerosis: herbal medicines as a potential ther-
apeutic approach. Oxid Med Cell Longev 2017; 
2017: 9080869.

[4]	 Harman JL and Jorgensen HF. The role of sm- 
ooth muscle cells in plaque stability: Thera- 
peutic targeting potential. Br J Pharmacol 
2019; [Epub ahead of print].

[5]	 Doran AC, Meller N, McNamara CA. Role of 
smooth muscle cells in the initiation and early 
progression of atherosclerosis. Arterioscler Th- 
romb Vascr Biol 2008; 28: 812-819.

[6]	 Misra A, Feng Z, Chandran RR, Kabir I, Rotllan 
N, Aryal B, Sheikh AQ, Ding L, Qin L, Fernandez-
Hernando C, Tellides G and Greif DM. Integrin 
beta3 regulates clonality and fate of smooth 
muscle-derived atherosclerotic plaque cells. 
Nat Commun 2018; 9: 2073.

[7]	 Hu D, Yin C, Luo S, Habenicht AJR and Mohanta 
SK. Vascular smooth muscle cells contribute to 
atherosclerosis immunity. Front Immunol 
2019; 10: 1101.

[8]	 Xu L, Hao H, Hao Y, Wei G, Li G, Ma P, Xu L, Ding 
N, Ma S, Chen AF and Jiang Y. Aberrant MFN2 
transcription facilitates homocysteine-induced 
VSMCs proliferation via the increased binding 
of c-Myc to DNMT1 in atherosclerosis. J Cell 
Mol Med 2019; 23: 4611-4626.

[9]	 Kattoor AJ, Kanuri SH and Mehta JL. Role of 
Ox-LDL and LOX-1 in Atherogenesis. Curr Med 
Chem 2019; 26: 1693-1700.

[10]	 Jae N, Heumuller AW, Fouani Y and Dimmeler 
S. Long non-coding RNAs in vascular biology 
and disease. Vascul Pharmacol 2019; 114: 
13-22.

[11]	 Novak J, Vasku JB and Soucek M. Long non-
coding RNAs in the pathophysiology of athero-
sclerosis. Vnitr Lek 2018; 64: 77-82.

[12]	 Li H, Liu X, Zhang L and Li X. LncRNA BANCR 
facilitates vascular smooth muscle cell prolif-

eration and migration through JNK pathway. 
Oncotarget 2017; 8: 114568-114575.

[13]	 Yang Y, Xi P, Xie Y, Zhao C, Xu J and Jiang J. 
Notoginsenoside R1 reduces blood pressure 
in spontaneously hypertensive rats through a 
long non-coding RNA AK094457. Int J Clin Exp 
Pathol 2015; 8: 2700-2709.

[14]	 Choi YH. Activation of the Nrf2/HO-1 signaling 
pathway contributes to the protective effects 
of coptisine against oxidative stress-induced 
DNA damage and apoptosis in HaCaT keratino-
cytes. Gen Physiol Biophys 2019; 38: 281-
294.

[15]	 Li J, Zhao Y, Shi J, Ren Z, Chen F and Tang W. 
Histone deacetylase 6 interference protects 
mice against experimental stroke-induced 
brain injury via activating Nrf2/HO-1 pathway. 
Anim Cells Syst (Seoul) 2019; 23: 192-199.

[16]	 Lee GL, Wu JY, Tsai CS, Lin CY, Tsai YT, Lin CS, 
Wang YF, Yet SF, Hsu YJ and Kuo CC. TLR4-
activated MAPK-IL-6 axis regulates vascular 
smooth muscle cell function. Int J Mol Sci 
2016; 17. 

[17]	 Lusis AJ. Atherosclerosis. Nature 2000; 407: 
233-241.

[18]	 Badimon L, Badimon JJ, Penny W, Webster 
MW, Chesebro JH and Fuster V. Endothelium 
and atherosclerosis. J Hypertens Suppl 1992; 
10: S43-50.

[19]	 Kim SM, Huh JW, Kim EY, Shin MK, Park JE, 
Kim SW, Lee W, Choi B and Chang EJ. Endo- 
thelial dysfunction induces atherosclerosis: in-
creased aggrecan expression promotes apop-
tosis in vascular smooth muscle cells. BMB 
Rep 2019; 52: 145-150.

[20]	 Loppnow H, Werdan K and Buerke M. Vascular 
cells contribute to atherosclerosis by cytokine- 
and innate-immunity-related inflammatory me- 
chanisms. Innate Immun 2008; 14: 63-87.

[21]	 Capron L. Inflammation and atherosclerosis. J 
Mal Vasc 1989; 14 Suppl A: 3-12.

[22]	 Libby P, Sukhova G, Lee RT and Galis ZS. 
Cytokines regulate vascular functions related 
to stability of the atherosclerotic plaque. J 
Cardiovasc Pharmacol 1995; 25 Suppl 2: S9-
12.

[23]	 Ip JH, Fuster V, Badimon L, Badimon J, Tau- 
bman MB and Chesebro JH. Syndromes of ac-
celerated atherosclerosis: role of vascular in-
jury and smooth muscle cell proliferation. J Am 
Coll Cardiol 1990; 15: 1667-1687.

[24]	 Nomoto A, Mutoh S, Hagihara H and Yamaguchi 
I. Smooth muscle cell migration induced by in-
flammatory cell products and its inhibition by a 
potent calcium antagonist, nilvadipine. Ath- 
erosclerosis 1988; 72: 213-219.

[25]	 Pan JX. LncRNA H19 promotes atherosclerosis 
by regulating MAPK and NF-kB signaling path-



The effect of LncRNA AK094457 in VSMC

5633	 Am J Transl Res 2019;11(9):5623-5633

way. Eur Rev Med Pharmacol Sci 2017; 21: 
322-328.

[26]	 Wu G, Cai J, Han Y, Chen J, Huang ZP, Chen C, 
Cai Y, Huang H, Yang Y, Liu Y, Xu Z, He D, Zhang 
X, Hu X, Pinello L, Zhong D, He F, Yuan GC, 
Wang DZ and Zeng C. LincRNA-p21 regulates 
neointima formation, vascular smooth muscle 
cell proliferation, apoptosis, and atherosclero-
sis by enhancing p53 activity. Circulation 
2014; 130: 1452-1465.

[27]	 Luo Y, Lu S, Dong X, Xu L, Sun G and Sun X. 
Dihydromyricetin protects human umbilical 
vein endothelial cells from injury through ERK 
and Akt mediated Nrf2/HO-1 signaling path-
way. Apoptosis 2017; 22: 1013-1024.

[28]	 Guo J, Liang W, Li J and Long J. Knockdown of 
FSTL1 inhibits oxLDL-induced inflammation re-
sponses through the TLR4/MyD88/NF-kappaB 
and MAPK pathway. Biochem Biophys Res 
Commun 2016; 478: 1528-1533.


